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Pgt 502(A)

Thr 157(A)

Gly 48(A)

Thr 121(A)

Gly 299(A)

Gly 300(A)

Lys 37(A)

Pro 46(A)

Ala 185(A)

Ile 11(A)

Gly 14(A)

Gly 158(A)

Val 269(A)

Gly 12(A)

Ala 156(A)

Trp 217(A)

Ala 267(A)

Gly 287(A)

Gly 298(A)

Asp 49(A)

Thr 120(A)

Ser 160(A)

Phe 219(A)

Val 293(A)

Fda 501(A)

Asp 35(A)

Cys 47(A)

Lys 301(A)

Asp 288(A)

Lys 45(A)

Ala 50(A)

Ser 36(A)

Ser 162(A)

Ala 122(A)

Ala 16(A)


