
3.22
2.423.01

3.03

3.14 3.14

2.53

2.76

2.85

2.37

3.19

2.63

 N3 

 C4 

 C2 

 N1 

 C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 C3’

 O3’

 O4’

 C4’

 C5’

 O5’

 PA 

 O3A

 O2A

 O1A

 PB 

 O3B

 O2B

 O1B

 PG 

 O3G

 O2G

 O1G

 CE 

 NZ 

 CD 

 CG 

 CB 

 C   O  

 CA 
 N  

 CD 
 NE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

MG  
 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 C   O  

 CA  N  

Ile 300(A)

Mse 329(A)

Glu 335(A)

Pro 303(A)

Dtp 1005(A)

Lys 333(A)

Gln 307(A)

Asp 671(A)

Arg 696(A)

Gly 332(A)

Thr 304(A)

 MG 1004(A)

Thr 334(A)

Gly 330(A)


