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Phe 89(A)

Ala 116(A)

Ile 104(A)

Leu 141(A)

Cys 86(A)

Gly 115(A)

Ser 87(A)

Ile 95(A)
Phe 135(A)

Tyr 200(A)

Ile 203(A)

Thg 402(A)

Asp 142(A)

Ile 90(A)

Asp 138(A)

Lys 205(A)

Gln 88(A)

Asn 283(B)

Gly 140(A)


