
3.16

3.07

2.70

3.32

2.94

2.52

3.19

2.82

2.33

2.53

2.69

3.32

3.21

3.08

 N3  C4 

 C2 

 N1  C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 O2’

 C3’

 O3’

 O4’

 C4’

 C5’

 O5’

 PA 

 O3A

 O2A

 O1A

 PB 
 O3B

 O2B

 O1B

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C  
 O  

 CA 

 N  

 CD 

 NE2

 OE1
 CG 

 CB 

 C   O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 C   O  

 CA  N  

BE  

 F3 

 F2 

 F1 

 CB 

 OG 

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1
 C  

 O  

 CA 

 N  

MG  

Phe 126(A)

Thr 130(A)

Thr 154(A)

Adp 603(A)

Asp 441(A)

Lys 158(A)

Gly 157(A)

Arg 469(A)

Gln 133(A)

Thr 159(A)

Gly 155(A) Bef 602(A)

Ser 470(A)

Thr 156(A)
 MG 601(A)


