
4.12
3.75 2.85

2.79

2.56

3.02

2.86

 ND 

FE  

 NC 
 NB 

 NA 

 CGD

 O2D
 O1D

 CBD

 CAD

 C4D

 C3D

 C2D

 CMD

 C1D

 CAC

 CBC

 C4C

 C3C

 C2C

 CMC

 C1C

 CAB

 CBB

 C4B

 C3B

 C2B

 CMB

 C1B

 CGA O2A

 O1A

 CBA

 CAA

 C4A

 C3A CMA

 C2A

 C1A

 CHD

 CHC

 CHB

 CHA

 CB 

 SG 

 C  

 O  

 CA 
 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD 

 CG 

 CB 
 C  

 O  

 CA 

 N  

 CE1

 NE2

 CD2

 ND1

 CG 

 CB 

 C  

 O  

 CA 
 N  

 CZ3

 CH2

 CZ2

 CE3

 CE2

 NE1

 CD2
 CD1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE 

 CD  CG 

 CB 

 C  

 O  

 CA 

 N  
 CB 

 OG  C   O  

 CA 

 N  

Phe 120(A)

Thr 309(A)

Phe 436(A)

Val 119(A)

Leu 302(A)

Ala 305(A)

Pro 435(A)

Gly 445(A)

Val 374(A)

Ile 186(A)

Gly 306(A)

Thr 313(A)

Gln 364(A)

Leu 399(A)

Leu 444(A)

Leu 448(A)

Ala 449(A)

Rtz 602(A)

Hem 601(A)

Cys 443(A)

Arg 441(A)

Arg 101(A)

His 376(A)

Trp 128(A)

Arg 132(A)

Ser 437(A)


