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Gly 318(A)

Ile 317(A)

Phe 220(A)

Phe 222(A)

Cys 319(A)

Glu 295(A)

His 324(A)

Ala 296(A)

His 409(A)

Ala 293(A)

Phe 323(A)

Tyr 399(A)

3UK 601(A)

Ser 294(A)

Lys 506(A)

Asp 397(A)

Thr 320(A)

Arg 412(A)

Gly 316(A)

Thr 221(A)

Asp 315(A)


