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Thr 248(A)

Gly 38(A)

Asn 43(A)

Ala 95(A)

Ile 109(A)

Ala 249(A)

Ala 288(A)

Rib 401(A)

Lys 40(A)

Asp 13(A)

Asn 11(A)

Gly 39(A)

Glu 140(A)

Asp 252(A)


