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Ile 119(A)

Gln 64(A)

Thr 169(A)

Leu 179(A)

1SQ 502(A)

Leu 59(A)

Val 123(A)

Thr 170(A)

Gly 95(A)

Ala 176(A)

Tyr 73(A)

Gly 96(A)

Val 117(A)

Asp 120(A)

Gly 148(A)

S4M 501(A)

Asp 118(A)

Asp 168(A)

Asp 98(A)

Asp 149(A)

Gln 40(A)

Pro 175(A)

His 74(A)

Gly 150(A)


