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Tyr 236(A)

Phe 73(A)

Pro 107(A)

Ile 109(A)

Arg 237(A)

Thr 72(A)
Gln 78(A)

Adp 301(A)
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Lys 111(A)

Asp 74(A)

Gly 110(A)

Lys 68(A)
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