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Ile 458(A)

Gly 423(A)

Pro 763(A)

Gly 201(A)

Pro 230(A)

Ser 202(A)

Asp 170(A)

Val 769(A)

Arg 208(A)

Pro 247(A)

Gly 421(A)

Gly 459(A)

Trp 200(A)

Ser 229(A)

Arg 766(A)

His 835(A)

Mgd 1003(A)

His 764(A)

Thr 207(A)

Asp 250(A)

MD1 1004(A)
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Ser 765(A)
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Asn 203(A)
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