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His 1018(A)

Leu 844(A)

Ala 732(A)

Gly 714(A)

Ile 711(A)

Val 719(A)

Phe 791(A)

Adp 1101(A)

Asp 855(A)

Met 794(A)

 MG 1103(A)

Asp 797(A)

Ser 841(A)
Lys 734(A)

Asn 842(A)

Thr 715(A)

 MG 1104(A)

Glu 792(A)

AF3 1102(A)


