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Tyr 106(A)

Met 260(A)
Gly 261(A)

Gly 229(A)

Asp 280(A)

Ile 201(A)

5NT 406(A)
Asp 102(A)

Asp 156(A)

Gln 203(A)

Asn 70(A)

Gly 230(A)


