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Tfb 2003(A)

Val 369(A)

Trp 374(A)

Leu 449(A)

Arg 394(A)

Cys 448(A)

Asp 306(A)

Val 338(A)

Ala 421(A)

Phe 392(A)

Ser 498(A)

Tyr 373(A)

Gln 447(A)

Tyr 342(A)

Tyr 473(A)

Fad 2001(A)

Lys 395(A)

Gly 371(A)

Lys 370(A)

Arg 367(A)

Ala 307(A)

Ala 372(A)

Glu 492(A)

Thr 393(A)

His 423(A)
Thr 422(A)

Gln 340(A)

Asn 424(A)

Phe 499(A)

Thr 398(A)


