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Trp 111(A)

Thr 284(A)

Oxy 803(A)

Gly 104(A)

Gly 278(A)

Thr 323(A)

Tyr 238(A)

Leu 274(A)

Arg 108(A)

Pro 241(A)

Leu 105(A)

Ile 107(A)

Val 239(A)

Ile 275(A)

Gly 282(A)

Trp 330(A)

Phe 261(A)

Phe 281(A)

Leu 326(A)

Thr 388(A)

Phe 416(A)

Trp 420(A)

HP5 801(A)

His 279(A)

His 285(A)

Ser 324(A)

Lys 283(A)

Asp 98(A)

HOH 1241(A)


