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Ser 346(A)

Ile 223(A)

Ala 375(A)

Gly 427(A)

Thr 376(A)

Met 379(A)

Ala 426(A)

Ser 344(A)

Gly 419(A)

Ala 420(A)

Gln 425(A)

7O9 602(A)

Ser 345(A)

Arg 459(A)

Asn 463(A)

Thr 382(A)

Asp 456(A)

Thr 460(A)

Ser 343(A)


