
2.50 2.92

2.83

 N  

 C   C1 

 C2 

 C3  N1 

 C7 

 C6 

 O   O1 

 C5 

 C4 

 CG 
 OD2

 OD1
 CB 

 C  

 O  

 CA 

 N  

 CD 

 NE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 C   O  

 CA  N  

Tyr 106(A)

Met 260(A)

Cys 158(A)

Gly 229(A)

Leu 231(A)

Gly 261(A)

Ala 232(A)

46L 405(A)

Asp 156(A)

Gln 203(A)

Gly 230(A)


