
2.72

2.95

3.07

2.87

2.82
2.802.92

2.83

2.93

2.61

3.07

2.91

 P25

 O28

 O27

 O26

 O24

 P21

 O23

 O22

 O20
 P17

 O19

 O18

 O16

 C08

 O09

 N07

 C05 O06

 N04  C03

 C02  C01

 C13

 O14

 C12

 O29

 C11

 O30

 C10

 C15

 CE  NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

 CB  CG2

 OG1

 C   O  

 CA 
 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CD 

 NE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

MG  

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

Trp 401(A)

Val 440(A)

Met 469(A)

Ala 462(A)

M5T 702(A)

Lys 464(A)

Ser 466(A)

Thr 465(A)

Thr 460(A)

Gln 493(A)

 MG 701(A)

Gly 461(A)

Gly 463(A)


