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Leu 156(A)

Ile 31(A)

Ala 52(A)

Gly 34(A)

Val 39(A)

Glu 33(A)

Acp 401(A)

Asp 167(A)

 MG 409(A)

Lys 54(A)

Met 108(A)

 MG 408(A)
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Asp 111(A)
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