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Ile 91(A)

Gly 66(A)
Gly 40(A)

Ala 41(A)

Gly 68(A)

Thr 67(A)

Arg 119(A)

Ala 139(A)

Glu 92(A)

Gly 118(A)

Asp 140(A)

Tyr 147(A)

Sam 301(A)

Asp 90(A)

Ser 72(A)

Asp 138(A)

His 95(A)

Ala 120(A)

Val 42(A)

Val 71(A)

Gln 121(A)


