
3.32

3.25

3.32

 C3 

 O3 

 C2 

 O2 

 C1 

 O1 

 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

Gly 260(A)

Thr 262(A)

Gol 601(A)

Lys 261(A)

Gly 258(A)

Thr 263(A)


