
3.08

2.63

2.90

3.23

3.83

3.33

2.87

3.11 3.05

 N3  C4 

 C2 

 N1  C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’
 O2’

 C3’

 O3’

 O4’

 C4’

 C5’

 C  

 OXT

 O  

 SD 
 CG 

 CB 

 CA 

 N  

 CZ 

 OH 

 CE2

 CE1

 CD2

 CD1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CD 
 OE2

 OE1

 CG 

 CB 

 C  
 O  

 CA  N  

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CG 

 CD2

 CD1

 CB 

 C  

 O  

 CA 

 N  

 CZ 

 OH 

 CE2

 CE1

 CD2

 CD1

 CG 

 CB 

 C   O  

 CA  N  

 C  

 O  

 CA 

 CB 

 N  

 CD 

 NE2

 OE1
 CG 

 CB 

 C  

 O  

 CA 

 N  

Phe 281(A)

Mum 747(B)

Ser 313(A)

Ile 318(A)

Thr 360(A)

Gly 314(A)

Thr 317(A)

Ile 335(A)

Asp 359(A)

Pro 383(A)

Sah 501(A)

Tyr 312(A)

Glu 333(A)

Asp 381(A)

Leu 334(A)

Tyr 293(A)

Ala 361(A)

Gln 283(A)


