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Val 341(A)

Trp 346(A)

Arg 366(A)

SO4 2012(A)

Asp 278(A)

Arg 339(A)

Phe 364(A)

Ala 393(A)

Tyr 345(A)

Thr 370(A)

Gln 416(A)

Arg 417(A)

Tyr 441(A)

Ser 466(A)

Ala 310(A)

Tyr 314(A)

Leu 418(A)

Fda 2001(A)

Lys 367(A)

Gly 343(A)

Lys 342(A)

Ala 279(A)

Ala 344(A)

Thr 365(A)

Gln 312(A)

Thr 394(A)

Phe 467(A)

His 395(A)

Asn 396(A)


