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Ile 224(A)

Phe 281(A)

Ile 392(A)

Glu 276(A)

Ile 208(A)

Ser 210(A)

Ala 216(A)

Gnp 500(A)

Ile 277(A)

Asp 393(A)

Lys 226(A)

His 379(A)

Akn 600(A)

Tyr 274(A)

 MG 700(A)

Tyr 237(A)

Ser 214(A)

Asp 374(A)

 MG 702(A)


