
3.323.113.25

3.01 2.78
3.28

3.07

 ND 

FE  

 NC 
 NB 

 NA 

 CGD

 O2D O1D

 CBD

 CAD

 C4D

 C3D

 C2D

 CMD

 C1D

 CAC

 CBC

 C4C

 C3C

 C2C

 CMC

 C1C

 CAB

 CBB

 C4B

 C3B

 C2B

 CMB

 C1B

 CGA

 O2A

 O1A

 CBA

 CAA

 C4A

 C3A  CMA

 C2A

 C1A

 CHD

 CHC

 CHB

 CHA

 CB  SG 

 C   O  

 CA  N  

 CZ 
 NH2

 NH1

 NE 

 CD 

 CG  CB 

 C  

 O  

 CA 

 N  

 CZ  NH2

 NH1

 NE 
 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CE1

 NE2

 CD2

 ND1

 CG 

 CB 

 C  

 O  

 CA  N  

 CZ 

 NH2  NH1

 NE 

 CD 

 CG 

 CB 

 C  

 O   CA 

 N  

Thr 321(A)

Ser 122(A)

Phe 450(A)

Hjj 602(A)
Ile 449(A)

Thr 385(A)

Gly 459(A)

Ala 317(A)

Phe 381(A)Val 382(A)

Ile 458(A)

Ala 463(A)

Trp 131(A)

Leu 142(A)

Val 322(A)

Ile 386(A)

Gln 411(A)
Hem 601(A)

Cys 457(A)

Arg 106(A)
Arg 455(A)

His 388(A)

Arg 135(A)


