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Ala 172(A)

Ile 327(A)

Ser 224(A)

Thr 153(A)

Pro 226(A)

Ser 170(A)

Ser 223(A)

Met 225(A)

Cys 316(A)

Thr 323(A)

Byn 605(A)

Ile 171(A)

His 191(A)

Gln 190(A)

Arg 173(A)

  K 602(A) Lys 391(A)

Asn 168(A)

Asp 229(A)

 MN 601(A)


