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Arg 375(A)

Phe 370(A)

Lys 441(A)

Pro 376(A)

Adp 600(A)

Thr 189(A)

Ser 190(A)

Gln 185(A)

Lys 188(A)

Gly 187(A)

Gln 440(A)

Thr 186(A)

 MG 601(A)


