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Ala 332(A)

Ser 333(A)

Phe 505(A)
Gln 259(A)

Thr 358(A)
Glu 389(A)

Phe 435(A)

D0W 710(A)

Tyr 501(A)

His 361(A)

His 331(A)

Tyr 498(A)

Glu 362(A)Tyr 369(A)

Ala 334(A)

His 491(A)

 ZN 709(A)

His 365(A)

Lys 489(A)

Asp 393(A)


