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Phe 387(A)

Thr 338(A)

Tyr 339(A)

Ile 436(A)

Asp 196(A)

Gln 252(A)

Glu 190(A)

Leu 385(A)

Leu 195(A)

Arg 287(A)

Ile 335(A)

Phe 398(A)

Tyr 194(A)

Leu 250(A)
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Ile 435(A)

Val 467(A)

Hem 501(A)

Arg 360(A)

His 334(A)

Ser 199(A)

Ile 198(A)

Arg 341(A)

Gly 197(A)


