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Phe 412(A)

Ala 309(A)

Thr 312(A)

Gly 421(A)
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Gly 413(A)

Val 152(A)

Phe 170(A)

Ala 316(A)

Pro 354(A)

Trp 358(A)

Gln 418(A)

Leu 424(A)

Hem 501(A)

His 417(A)

Cys 419(A)

His 159(A)

Arg 163(A)
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HOH 629(A)


