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Trp 148(A)

Pro 65(A)

Leu 149(A)
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Pro 150(A)

Leu 6(A)

Pro 114(A)

Ala 175(A)

Thr 177(A)

Pro 202(A)

Pro 115(A)

Cys 118(A)

Gly 203(A)

Val 205(A)

Gly 7(A)

Ser 13(A)
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FE9 401(A)
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Asp 64(A)
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Gly 9(A)

Cys 204(A)
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Cys 10(A)
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