
2.48

2.35

2.65

3.03

 ND 

FE  

 NC 

 NB 

 NA 

 CGD

 O2D
 O1D

 CBD
 CAD

 C4D

 C3D

 C2D
 CMD

 C1D

 CAC

 CBC

 C4C

 C3C

 C2C

 CMC

 C1C

 CAB

 CBB

 C4B

 C3B

 C2B CMB

 C1B

 CGA

 O2A
 O1A

 CBA
 CAA

 C4A
 C3A

 CMA

 C2A

 C1A

 CHD

 CHC

 CHB

 CHA

 CB 

 SG 

 C  

 O  

 CA 

 N  

 CZ 

 NH2

 NH1

 NE  CD 

 CG  CB 

 C  

 O  

 CA 

 N  

 CZ3

 CH2
 CZ2

 CE3

 CE2

 NE1

 CD2 CD1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  
 CA 

 N  

Thr 268(A)

Tdz 502(A)

Phe 393(A)

Leu 86(A)

Gly 265(A)

Phe 261(A)

Ile 401(A)

Val 87(A)

Ala 264(A)

Pro 392(A)

Thr 269(A)

Thr 327(A)

Phe 331(A)

Gly 394(A)

Ile 153(A)

Ala 399(A)

Gly 402(A)

Ala 406(A)

Hem 501(A)

Cys 400(A)

Arg 398(A)

Trp 96(A)

Lys 69(A)


