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Ile 152(A)

Gln 97(A)

Tyr 106(A)

Gly 128(A)

Ala 209(A)

Val 156(A)

Ser 202(A)

Ser 203(A)

Leu 212(A)

Leu 92(A)

Gly 129(A)

Cys 150(A)

Asp 153(A)

Gly 181(A)

Tyr 270(A)

S4M 401(A)

Glu 151(A)

Asp 201(A)

Asp 131(A)

Asp 182(A)

Gln 76(A)

Pro 208(A)

Gly 183(A)

Gln 107(A)


