
2.78 2.91

2.71

3.00

 N  

 C  

 C1 

 N2 

 C3 

 N1 

 C8 

 C9 

 N5 

 C7 

 N4 

 C2 

 C5 

 C6 

 C4 

 N3 

 CG 
 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CG 

 OD2

 OD1
 CB 

 C  

 O  

 CA 
 N  

 C  

 O  

 CA 

 CB 

 N  Tyr 106(A)

Met 260(A)

Gly 261(A)

Cys 158(A)

Ile 201(A)
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Gly 229(A)

K7H 404(A)
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Asp 102(A)

Ala 232(A)


