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MG  

Phe 558(A)

Arg 362(A)

Thr 322(A)

Adp 1002(A)

Gly 325(A)

Lys 326(A)

Thr 328(A)

Thr 327(A)

Asp 582(A)

Thr 580(A)

Ser 324(A)

Gly 323(A)

Ser 358(A)

 MG 1003(A)


