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ZN  
Arg 102(A)

Phe 106(A)

Trp 693(A)

Ala 543(A)

Phe 544(A)

His 583(A)

Glu 584(A)

Val 710(A)

Arg 110(A)

Val 580(A)

Glu 646(A)

D0W 802(A)

His 711(A)

Asn 542(A)

Arg 717(A)

His 587(A)

Asp 107(A)

Asp 709(A)

Asp 590(A)

 ZN 801(A)


