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Phe 307(A)

Gly 302(A)

Pro 436(A)

Cys 336(A)

Tyr 381(A)

Leu 250(A)

Gly 301(A)

Val 408(A)

Asn 410(A)

Leu 438(A)

Sah 501(A)

Ile 306(A)

Ala 332(A)

Ala 437(A)

Gly 411(A)

Asp 303(A)

Met 382(A)

Thr 331(A)

Pro 225(A)


