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Phe 238(A)

Ile 103(B)

PO4 406(A)

Lys 169(A)

Asp 122(B)

Pro 16(A)

Asp 102(B)

Ile 310(B)

Ala 41(B)

Gly 121(B)

Lys 277(B)

Sam 401(A)

Asp 246(A)

His 15(A)

Gln 99(B)

Asp 167(A)

Ser 235(A)

Glu 56(B)

Arg 237(A)

Asp 17(A)


