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Asp 176(A)

Ser 144(A)

Leu 50(A)

Ile 52(A)

Asp 130(A)

Gly 202(A)

Ala 223(A)

Gly 81(A)

Leu 222(A)

Guo 301(A)

Asn 103(A)

Thr 104(A)

Ser 225(A) Ser 201(A)

Thr 171(A)

Ala 224(A)

Gly 82(A)

Gly 177(A)Gly 203(A)


