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Gly 329(A)
Pro 98(A)

His 324(A)

Cys 411(A)

Pro 413(A)

Tyr 552(A)

Gly 143(A)

Asp 328(A)

Ile 330(A)

Val 542(A)

Leu 332(A)

Ser 438(A)

Ala 439(A)

Cys 550(A)

Cys 322(A)

Phe 327(A)

Tyr 436(A)

Glu 437(A)

Ile 452(A)

Thr 493(A) Ser 538(A)

Gln 541(A)

Rmw 701(A) Asp 414(A)

Lys 407(A)

Gln 144(A)

Ser 412(A)

Lys 410(A)

Lys 403(A)

Ser 440(A)


