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Met 526(A)

Gln 581(A)

Glu 135(B)

Val 584(A)

Val 498(A)

Gly 550(A)

Pro 110(B)

Gly 499(A)

Asp 551(A)

Tyr 109(B)

Gly 111(B)

Thr 158(B)

Pro 161(B)

Asn 165(B)

Tzd 702(A)

His 501(A)

Ala 552(A)

Gln 500(A)

Ser 553(A)

 MG 701(A)

Gly 582(A)

Met 583(A)

Asn 578(A)

Gly 524(A)

Gln 198(B)


