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Phe 372(A)

Met 273(A)

Tyr 159(A)

Thr 333(A)

Met 357(A)

Leu 319(A)

Trp 332(A)

Ile 336(A)

Phe 340(A)

Gly 371(A)

Asn 321(A)

Pro 322(A)

Pro 356(A)

Ile 376(A)

1GF 603(A)

His 164(A)

Asp 318(A)

His 160(A)

Gln 369(A)

Asp 167(A)

Asp 201(A)

 ZN 601(A)


