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Glu 413(A)

Trp 439(A)

Pro 414(A)

Tyr 438(A)

Met 440(A)

Ile 335(A)

Ile 539(A)

Thr 336(A)

Val 411(A)

6R9 701(A)

Gly 412(A)

Asp 527(A)

Trp 334(A)

Thr 441(A)

Arg 542(A)
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