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Trp 531(A)

Gly 466(A)

Phe 583(A)

Val 471(A)

Ile 463(A)

Ala 481(A)

Gly 464(A)

Phe 468(A)

Ser 465(A)

Leu 514(A)

Asn 580(A)

Anp 801(A)

Ser 467(A)

 MG 802(A)

Asn 581(A)

Asp 594(A)

Lys 483(A)

Cys 532(A)

Lys 578(A)

Gln 530(A)


