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Trp 438(A)

Val 433(A)

Leu 513(A)

Arg 458(A)

Cys 512(A)

Zpj 2002(A)

Asp 370(A)

Val 402(A)

Ala 485(A)

Tyr 456(A)

Tyr 437(A)

Gln 511(A)

Ser 565(A)

Tyr 406(A)

Tyr 540(A)

Fad 2001(A)Lys 459(A)

Gly 435(A)

Lys 434(A)

Arg 431(A)

Ala 371(A)

Ala 436(A)

His 487(A)

Glu 559(A)

Thr 457(A)

Gln 404(A)

Asn 488(A)

Thr 486(A)

Phe 566(A)

Thr 462(A)


