
2.93

2.36

2.96
2.76

2.93

3.22
2.85

3.03

3.02
3.04

2.98

2.97

2.76

2.99

2.96

2.76

3.06

 N3  C4 

 C2 

 N1  C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 C3’

 O3’

 O4’

 C4’

 C5’

 O5’

 PA 

 O3A

 O2A

 O1A

 PB  O3B O2B

 O1B
 PG 

 O3G  O2G

 O1G

 CE1

 NE2

 CD2

 ND1
 CG 

 CB 

 C  

 O  

 CA 

 N  

 CB 

 OG 

 C  
 O  

 CA 

 N  

 N3 
 C4 

 C2 

 N2 

 N1 

 C6 

 O6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’

 C3’

 O3’

 O4’

 C4’  C5’

 O5’

 P  

 OP3
 OP2

 OP1

 CG 

 ND2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CB 

 CG2

 OG1

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA  N  

 C   O  

 CA 
 N  

 C  

 O  
 CA 

 N  

 CD 

 NE2
 OE1

 CG 

 CB 

 C  

 O   CA 

 N  

 C   O  

 CA 
 N  

Phe 306(A)

Gly 335(A)

Pro 336(A)

Ala 50(A)

Leu 28(A)

Phe 334(A)

Dtp 402(A)

His 52(A)

Ser 23(A)

Dgp 401(A)

Asn 305(A)

Thr 53(A)

Lys 26(A)

Gly 25(A)

Gly 51(A)

Gln 308(A)

Gly 27(A)


