
2.89

3.08
2.72

3.12

2.83

2.67

2.97

2.69

 C32

 C33

 C31

 C30

 C29

 C28

 C27

 C09

 O11

 O10

 C08

 N07

 C06

 O20 C05

 N21

 C04

 C03

 C02
 C01

 C26

 C23

 O25

 O24

 C22

 C18

 C19

 C16

 O17

 C15

 C13

 C12

 C14

 CZ 

 OH 

 CE2
 CE1

 CD2
 CD1

 CG 

 CB 

 C  
 O  

 CA 

 N  
 CE1

 NE2

 CD2

 ND1

 CG 

 CB 

 C  

 O  

 CA 

 N  

ZN  

 CE1

 NE2

 CD2

 ND1

 CG 

 CB 
 C  

 O  

 CA 

 N  

 CG 

 OD2

 OD1

 CB 

 C  

 O  

 CA 

 N  

 CD 

 NE2

 OE1

 CG  CB 

 C  

 O  

 CA 

 N  

 CE 

 NZ 

 CD 

 CG  CB 

 C   O  

 CA 
 N  

 CD 

 OE2

 OE1
 CG 

 CB 

 C  

 O  

 CA 

 N  

1PE 704(A)

His 361(A)

Tyr 498(A)

Glu 362(A)

Phe 505(A)

Thr 496(A)

Ala 332(A)

Thr 358(A)

His 365(A)

Asn 494(A)
Ser 333(A)

Phe 490(A)

8J9 701(A)

Tyr 501(A)

His 331(A)

 ZN 712(A)

His 491(A)

Asp 393(A)

Gln 259(A)

Lys 489(A)

Glu 389(A)


