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Phe 369(A)

Ala 268(A)

Thr 272(A)

Thr 273(A)

Phe 316(A)

Gly 379(A)

Gly 269(A)

Gly 368(A)

Gly 370(A)

Met 116(A)

Phe 135(A)

Pro 312(A)

Ile 378(A)

Ala 383(A)

Leu 117(A)

Met 264(A)

Leu 265(A)

Tyr 341(A)

Leu 382(A)

Hem 501(A)

His 375(A)

Cys 377(A)

His 124(A)

Arg 128(A)

Arg 318(A)

Asp 120(A)


