
2.793.03 3.11

2.76

2.87

2.93
3.03

2.97

2.65

3.10

2.97

2.96

2.97
3.06

2.74

2.98

3.87 N3 

 C4 

 C2 

 N1 

 C6 

 N6 

 C5 

 N7 

 C8 

 N9 

 C1’

 C2’
 O2’

 C3’
 O3’ O4’

 C4’

 C5’

 O5’

 PA  O3A  O2A

 O1A PB 

 O3B
 O2B

 O1B
 CE 

 NZ 

 CD 

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CB 

 OG 

 C  

 O  

 CA 

 N  

 C  

 O  

 CA 

 N  

 CB 

 CG2
 OG1

 C  

 O  

 CA 
 N  

 CD 

 NE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CG 

 ND2

 OD1

 CB 

 C  

 O  

 CA 
 N  

 C  

 O  
 CA 

 N  

 CD 

 OE2

 OE1

 CG 

 CB 

 C  

 O  

 CA 

 N  

 CG 

 OD2
 OD1

 CB 

 C  

 O   CA 

 N  

 CG 

 CD 

 CB 

 C  

 O  

 CA 

 N  

MG  

Arg 213(A)

Val 217(A)

Ile 13(A)

Val 211(A)

Adp 301(A)

Lys 15(A)

Ser 16(A)

Gly 14(A)

Thr 17(A)

Gln 218(A)

Asn 185(A)

Gly 12(A)

Glu 221(A)

Asp 214(A)

Pro 212(A)

 MG 303(A)


