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Glu 281(A)

Phe 398(A)

Tyr 302(A)

Phe 212(A)

Ser 282(A)

Pro 304(A)

Ala 214(A)

Ile 277(A)

Val 310(A)

Ile 324(A)

Lad 610(A)

Gly 280(A)

Asp 387(A)

Lys 495(A)

Thr 301(A)

Val 309(A)

Gly 303(A)

Thr 305(A)

Glu 217(A)

Asp 213(A)

Asn 300(A)

Thr 164(A)


