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Phe 196(A)

Leu 116(A)

Val 148(A)

Leu 34(A)

His 122(A)

Ala 159(A)

Leu 35(A)

Pro 36(A)

Pro 113(A)

Phe 158(A)

Trp 200(A)

Thr 119(A)

Tyr 205(A)

Cnc 301(A)

Tla 302(A)

Gln 118(A)

Cys 149(A)

Asp 104(A)

Gln 131(A)

Ile 160(A)

Tyr 129(A)

Ala 117(A)

Ser 146(A)
Ile 115(A)


